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Rubisco Poster: Structure and function of the enzyme Rubisco (ribulose-1,5-bisphosphate carboxylase/oxygenase; EC 4.1.1.39). For further information, see references [1-9]. Send questions and comments to Govindjee (gov@illinois.edu) and/or to Dmitry Shevela (dmitry@sheveladesign.se). Abbreviations: ATP, adenosine triphosphate; BSD2, bundle sheath defective-2; CA1P, 2'-carboxy-D-arabinitol-1-phosphate;
CBB cycle, Calvin-Benson-Bassham cycle; NAD, nicotinamide adenine dinucleotide (oxidized form); NADPH, nicotinamide adenine dinucleotide phosphate (reduced form); NEF, nucleotide exchange factor; PG, 2-phosphoglycolate; PDBP, D-glycero-2,3-pentodiulose-1,5-bisphosphate; PGA, 3-phosphoglycerate; Raf, Rubisco accumulation factor; Rca, Rubisco activase; RuBP, ribulose-1,5-bisphosphate; XuBP,
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